NEWS

Outer Membrane Vesicles hold more and more attention as
Important external pathogenicity factors and source of vaccine
antigensq,) .

An interesting approach is to couple the power of bacteria
internalisation and LC-MS/MS quantitative proteomics to study
bacterial virulence factorse)in OMVs .

(1) Bacterial outer membrane vesicles and vaccine applications. Acevedo and all.
2014 http://www.ncbi.nlm.nih.gov/pubmed/24715891

(2) Comparative proteome analysis reveals conserved and specific adaptation
patterns of Staphylococcus aureus after internalization by different types of human
non-professional phagocytic host cells. Surmann and all. 2014
http://www.ncbi.nlm.nih.gov/pubmed/25136337

High-resolution nano LC-MS/MS quantitative proteomics
and CORAVALID™ data processing: The efficient tool
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